H 0 0 abl [] 2009, 31 (5): 427[] 432 


Ada Botanica Y unnanica DOI: 10.372498P. J. 1143 .2009.09046 


000 wevzgnnununooggddggugüudn" 


Hg TES 


(1 ; 650223; 2 ; 100049) 




























































































































































































00: UUUwWRKOCDUUDDUUDDUDU. OU wseae»zptupnupnaud wske2tnüd adu du 
ugnguugupnagupnpauguguguggggBpngpgBpsBpagpBagdgdgdg: wWRee OOO Naci O D UU 
000000; KOD OU Cac, [] NH PO, O0 00O WRKY2 O OU; ABADDIBODOODU WREY2 |] 
0000; O00., WRKy20 OO O0ODOOOOOOOOOOOUOOUOOOOOD wn O O Naci [] 
oüooogoouuouo0dd00üüüL 

OOU: Amy: O00000; Naa; O00; UB 

gts: Q945 Ogog0guU0:A OOO O : 0253 -2700 (2009) 05- 427- 06 


Arabidopsis WRKY2 Transcription Factor may be 
Involved in Osmotic Stress Response 
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Abstrad:: The fact that Arabidopsis WRKY2 protein was nuclear-localized supported that WRKY2 functioned as a tran- 
scription factor . The expression levels of WRKY2 in leaves were the highest in all tissues . The expression profile indicated 
that the expression levels of. WRKY2 were elevated by NaCl and mannitol treatments, while which were not induced by other 
treatments including KC], LiCl, CaCb , NaH PO, , pathogenic germs, cold, heat and ABA . These results suggested that 
WRKY2 might be involved in osmotic stress induced by NaCl and mannitol . 
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Fig.1 Sequences of WRKY2 
Amino acid sequence of WRKY2 . The highly conserved WRKYGQK sequences and the residues forming the C; H5 


zinc-fingers are in red . The putative nuclear localization signals are underlined 
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WRKY2[] EGFP WRKY2-EGFP[] WRKY2- EGFP 



































































































































EGFP 
Fig .2 Subcellular localization of WRKY2 
























































































































































WRKY2 was fused to EGFP to yield WRKY2-EGFP . The chimeric protein was localized to the nucleus of N. benthamiana 


leaf epidermal cells . EGFP alone was detected in both the nucleus and the cytoplasm due to its small size 
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Fig .3 Expression analysis of WRKY2 in different organ and tissue 
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Fig .4 Expression analysis of WRKY2 by different stress treatments 
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